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CTGCCCCCTCCGGCCCCGCCCCG AGCGCCCGGGCTGGGCCGGCAGCGGCCCCCCGCGGCGGGGCTGGCAGCAGTGGCTGCC - 8 1 
CGC ACTGCGCCCGGGCGCTCGCCTTCGCTGCAGCTCCCGGTGCCGCCGCTCGGGCCGGCCCCCCGGCAGGCCCTCCTCGTT - 1 6 2 
ATGGCCGCGGCCTCCTCCCCGCCCAGGGCCGAGAGGAAGCGCTGGGGTTGGGGCCGCCTGCCAGGCGCCCGGCGGGGCAGC-24 3 
MAAASSPPRAERKRV/GWGRLPGARRGS -27 
GCGGGCCTGGCCAAGAAGTGCCCCTTCTCGCTGGAGCTGGCGGAGGGCGGCCCGGCGGGCGGCGC 4 
AGLAKKCP FSLELAEGG PAGGALYAPI -54 
GCGCCCGGCGCCCC AGGTCCCGCGCCCCCTGCGTCCCCGGCCGCiGCCCGCCGCGCCCCC AGTTGCCTCCG ACCTTGGCCCG - 4 0 5 
A PGA.PG PAPPASPAA P A A P PVASD L G P -81 
CGGCCGCCGGTG AGCCTAGACCCGCGCGTCTCCATCTACAGCACGCGCCGCCCGGTGTTGGCGCGCACCCACGXCC AGGG^ - 4 8 6 
RPPVSLDPRVSIYSTRRPVLARTHVQG -108 

T 

CGCGTCTACAACTTCCTCGAGCGTCCCACCGGCTGGAaATGCTTCGTTTACCACTTCGCCGTCTTCCTCATCGTCCTGGTC-567 
RVYNFLERPTGWKC FVYHFAVFLTVlv -135 

T SI 

TGCCTCATCTTCAGCGTGCTGTCCACCATCGAGCAGTATGCCGCCCTGGCCACGGGGACTCTCTTCTGGATGGAGATC 

CLTF5VT. ST I E Q YAAf. ATHT L E )d M E I "162 

S2 

CTGGTGGTGTTCTTCGGGACGaAGTACGTGGTCCGCCTCTGGTCCGCCGGCTGCCGCAGCAAGTACGT^^ 
T.. V V F. F G T E YVVRLWSAGCRSKYVGLWG -189 

T 

CGGCTGCGCTTTGCCCGGAAGCCCATTTCCATCATCGACCTCATCGTGGTCGTGGCCTCCATG^ 810 

RLRFARKP ISITDLTVVVAS N V — L C V S -216 

T S3 

TCCAAGGGGCAGGTGTTTGCCACGTCGGCCATCAGGGGCATCCGCTTCCTGCAGATCCTGAGGATGCTAC ACGTC 9 1 

S K G Q VF ATSAIRGIRFLO T L R M L H V D R -243 

1-1, • S4 T 

G;s;CGGAGGCACCTGGAGGCTCCaX3GGCTCCGTGGTCTT^ 2 
Q^G GTWRLLGSVVFIHRQEL 1 I 2 L X Z Q E -270 

c^Sx;gcctcatcttctcctcgtactttgtgtacctg^ 

1)^4 G LTFS5?YFVYL AEKDAVNESGRVEFG -297 
a^tacgcag atgcgctgtggtggggggtggtc ACAGTCACCACCATCGGCTATGG^ - 1 1 3 4 

S'!^.Y A DALWWGVVTVTT I GYG D K V P Q T W V -324 

ry Pore 'y 

G<3GAAGACCATCGCCTCCTGCTTCTCTGTCTTTGCCATCTCCTTCTTTC^ 1 5 

O t;y T I A S C F S V F A I S F F P A Q 1 L G S S E "351 

GdcCTGAAGGTGCAGCAGAAGCAGAGGCAGAJ^GCACTTCAACCGG^ 1296 
A K VQQKQRQKHFNRQ I PAAASLIQTA -378 

1- ft? 

TG<^iGGTGCTATGCTGCCGAGAACCCCGACTCCTCCACCTGGAAGATCTA^ 

W-RCYAAENPDS STWK I Y I RKAP.RSHTL -405 
CTGTCACCCAGCCCCAAACCCAAGAAGTCTGTGGTGGTAAAGAAAAAAAAGTa^ 

L.S P S PKPKKSVVVKKK K F K LDKDNGVT -432 
CCTGGAGZ^GAAGATGCTCACAGTCCCCCATATCACGTGCGACCCCCCAGAAGAGCGGCG^ 

PGEKMLTVPHITCDPPEERRLDHFSVD -459 

GGCTATG^CAGTTCTGTAA.GaAAGAGCCCAACACTGCTGGAAGT^ 1520 
GYDSSVRKSPTLLEVSMPH^FMRTNSFA -486 

GAGGACCTGGACCTGGAAGGGGAGACTCTGCTGACACCCATCACCCACATCTCACAGCT^ 

EDLDLEGETLLTPITH I S Q.LREHKRAT -513 
ATTAAGGTCATTCGACGCATGCAGTACTTTGTGGCCAAGAAGAAATTCCAGCAAGCGCG^^ 

IKVIRRMQYFVAKKKFQQARK P^ Y D V R D -540 

GTCATTGAGCAGTACTCGCAGGGCCACCTCAACCTCATGGTGCGCATCAAGGAGCTGCAGAGGAGGCTGGACCAGTCCATT- 1 863 
V IEQY SQGKLNLMVRI KELQRRLDQSI -567 
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GGGAAGCCCTCACTGTTCATCTCCGTCTCAGAAAAGAGCAAGGATCGCGGCAGCAACACGATCGGCGCCCGCCTGAACCGA-i 9 4 4 
GKPSLFISVSEKSKDRGSNTIGARLNR-594 



GTAGAAGACAAGGTGACGCAGCTGGACCAGAGGCTGGCACTCATCACCGACATGCTTCACCAGCTGCTCTCCTTGCACGGT-2025 
VEDKV TQLDQRLALITDM LHQLLSLHG -621 
GGCAGCACCCCCGGCAGCGGCGGCCCCCCCAGAGAGGGCGGGGCCCACATCACCCAGCCCTGCGGCAGTGGCGGCTCCGTC-2106 
G 'STPGSGGPPREGGAH ITQPCGSGGSV -648 
G ACCCTG AGCTCTTCCTGCCCAGC-=La,CACCCTGCCCACCTACGAGCAGCTGACCGTGCCCAGGAGGGGCCCCG ATG AGGGG - 2 1 8 7 
DPELFLPSNTLPTYEQLTVPRRGPDEG -^5 
TCCTG AGGAGGGGATGGGGCTGGGGG ATGGGCCTG AGTGAGAGGGG^GGCCAAGAGTGGCCCC ACCTGGCCCTCTCTG A^ - 2 2 6 8 



GAGGCCACCTCCTAAAAGGCCCAGAGAGAAGAGCCCCACTCTCAGAGGCCCCAATACCCCATGGACCATGCTGTCTGGCAC-2 3 4 9 

AGCCTGCACTTGGGGGCTCAGCA.^GGCCACCTCTTCCTGGCCGGTGTGGGGGCCCCGTCTCAGGTCTGAGTTC 

AGCGCCCTGGCCCCCACATGGTGATGTTGACATCACTGGCATGGTGGTTGGGACCCAGT^ 

ATGTATGGCCAGGAAGTAGCACAGGCTGAGTGCAGGCCCACCCTGCTTGGCCCAGGGGGCTTCCTC 592 
ACCCCTGGACCCCAGCCTCAAATCCAGGACCCTGCCAGGCACAGGCAGGGCAGGACCAGCCCACGCTGACT^ 

CGGCAATAAAAGCCCAGGAGCCCATTTGG AGGGCCTGGGCCTGGCTCCCTCACTCTCAGGA^ - 2 7 5 4 

AGACTGTGGAGACTGCTCCTGAGCCCCCAGCTTCCAGCAGGA.GGGACAGTCTCACCATTTCCCCAGGGCACGTGGTTG^^ 
GGGGGGAACGCCCACTTCCCTGGGTTAaACTGCCTlGCTCTTCCTAGCTGGAGAGG AGCC^ -2916 
ACTGTGCGTGGGGCTCCCGCCTCCAACCCCTCGCCCAGTCCCAGCAGCCAGCCAAACACAG^ 

CCTTGCCAGCTGCTGAGCCGCAGAGAAGTGACGGTTCCTACACAGGACAGGGGTTCCTTCTGG<^^ 078 
ATCAATAATTTGTGGTG ATTTGGATCTGTGTTTTAATC - 3 1 5 9 

CTAATAAACGTGGAG AATCAC ( A ) n - 3 1 8 0 
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ACACCCGGCTCTCTCGGCATCTC AGACCCGGGAA.\.\AT9CCTCTGCTTTCTCTGGCCAGTTTCACAC;^ - 8 1 

CCGAGGATCCATTGGAGGAAGGCATTATCTGTATCCAGAGGAAATAGCCAAGGATATTCAGAGGTGTGCCTGGGA^ 
AGCTGCAGCAGTGGAACCTjAATGCCCAGGATGATCCTGTCTAACACCACAGCGGTGACGCCCTTTCTGACC^ 

MILSNTTAVTPFLTKLW -17 
CAGG AGACAGTTCAGCAGGGTGGC AACATGTCGGGCCTGGCCCGCAGGTCCCCCCGC AGCGGTGACGGC AAGCTGGAGGCC - 3 2 4 

QET-V'QQGGNMSGL ARRSPRSGDGKLE A -44 

CTCTACGTCCTC ATGGTACTGGGATTCTTCGGCTTCTTCACCCTGGGCATCATGCTGAGCTACA 4 05 

r. Y V T. ■ M V r, G E fgfftlgt tl L — S — X — I R s k k L -71 

G AGC ACTCGAACGACCCATTC AACGTCTAC ATCGAGTCCG ATGCCTGGCAJiLGAG AAGG ACAAGGCCTATGTCCAGGCCCGG -486 

E HSNDPFNVYIESDAWQEKDKAYVQAR -98 

GTCCTGGAGAGCTACAGGTCGTGCTATGTCGTTG.^i-ajiJ^CCATCTGGCCATAGAACAACCCAACACACACCTTCCTC - 5 6 7 

VLESYRSCYVVENHLAI EQPNTHLPET -125 
AAGCCTTCCCCATGAACCCCACCACTGGCTAAACTGGACACCTCCTGCTGGN>n^NNAGATTT^ 

K P S P * 

TACTCTTTATTGTGATGGATACCACTGGATTTCTTTTTGGCTGTTGTAANG^ 9 

CTGTTTCTCTAAAATCACGTTCTTTTGTGATAGACTGTCAGTGGTTCCCCCATATCTGTC 810 

GAATCCCTGAGGACATGGCCTCTGAGAATAGCAGCTGCATTTCCCAGACTCCCTTGCAGCTAGCAAGGTTGTGTGAGT^ 9 1 

CCCTGGCCAGTAGGCATGGAAGTGAAGACTGTAATGTCCAAGTAATCCTTGGAAAGAAAAGAACGTC 7 2 

TGTCCTGCTTCCCAGTGGCTGGATGTGGAGGAGGTGGAGAGCAGTTATGAGACTGG 053 
ACACACATCTGGGCCTGGGCGACGTGGATCCTCCTTACCACCCACCAGGCCAGATTTAC^ 
TCTTCCTTAAGCCACTGTTATTCTGATCTCTGTTAAGGTCGCAGAATCAATGCCCTTACTC 

TGAACCTAAAGGCATGACATTTCCATACTTGTCACAAGCACACACTGATTCTGCCCTTGT^ 9 6 
GpCTCTATCCTCCTCCTGCCCTTCCGCCTTCCACTCCTCCCTTGCACCCATCCTGC ACACATCTCCCTGAAAACACACAGG 1377 

C?^CATACACTCATATACATAGACACACATACACACCTCAATCTAGAAAGAACTTGCTTTGTACAGGGCTGAGAT^ 458 
AI^AAAATGCCCCCTTCAGAATGCATACCAAGGGGAAGGTGCTCGGTCACTGTGGGAGCAGOT 
Ce^lGAGCCAGGGGAAGGAGTGGCTCTGGGCAGAGAGGGACACATAGCACTGGGGTGGCAGGTC 

GgStTTGTGAGATGAATTGTATCCCCCAAAAAG ACAGGTACCTTCAATGTGACCTAATTGGG;^ 17 01 
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